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Example sequences (copy & paste to a .txt query file)

Human cholinesterase (NCBI AAA98113)

>gi1]180484|gb]AAA98113.1] cholinesterase (EC 3.1.1.8) [Homo sapiens]
MHSKVT 1 1CIRFLFWFLLLCML IGKSHTEDD I 1 IATKNGKVRGMNLTVFGGTVTAFLGIPYAQPPLGRLR
FKKPQSLTKWSD IWNATKYANSCCQN I DQSFPGFHGSEMWNPNTDLSEDCLYLNVWIPAPKPKNATVLIW
1YGGGFQTGTSSLHVYDGKFLARVERV IVVSMNYRVGALGFLALPGNPEAPGNMGLFDQQLALQWVQKNI
AAFGGNPKSVTLFGESAGAASVSLHLLSPGSHSLFTRAILQSGSFNAPWAVTSLYEARNRTLNLAKLTGC
SRENETE 1 IKCLRNKDPQE ILLNEAFVVPYGTPLSVNFGPTVDGDFLTDMPD I LLELGQFKKTQILVGVN
KDEGTAFLVYGAPGFSKDNNS I I TRKEFQEGLKIFFPGVSEFGKES I LFHYTDWVDDQRPENYREALGDV
VGDYNF ICPALEFTKKFSEWGNNAFFYYFEHRSSKLPWPEWMGVMHGYE IEFVFGLPLERRDNYTKAEEI
LSRSIVKRWANFAKYGNPNETONNSTSWPVFKSTEQKYLTLNTESTRIMTKLRAQQCRFWTSFFPKVLEM
TGN IDEAEWEWKAGFHRWNNYMMDWKNQFNDYTSKKESCVGL

BRCAL protein (NCBI NP_009225)

>0gi|6552299 | ref|NP_009225.1] breast cancer type 1 susceptibility protein
isoform 1 [Homo sapiens]

MDLSALRVEEVQNV INAMQKILECPICLEL IKEPVSTKCDH I FCKFCMLKLLNQKKGPSQCPLCKNDITK
RSLQESTRFSQLVEELLKI I1CAFQLDTGLEYANSYNFAKKENNSPEHLKDEVSI IQSMGYRNRAKRLLQS
EPENPSLQETSLSVQLSNLGTVRTLRTKQRIQPQKTSVY IELGSDSSEDTVNKATYCSVGDQELLQITPQ
GTRDEISLDSAKKAACEFSETDVTNTEHHQPSNNDLNTTEKRAAERHPEKYQGSSVSNLHVEPCGTNTHA
SSLQHENSSLLLTKDRMNVEKAEFCNKSKQPGLARSQHNRWAGSKETCNDRRTPSTEKKVDLNADPLCER
KEWNKQKLPCSENPRDTEDVPWITLNSS I1QKVNEWFSRSDELLGSDDSHDGESESNAKVADVLDVLNEVD
EYSGSSEKIDLLASDPHEAL I CKSERVHSKSVESN IEDK IFGKTYRKKASLPNLSHVTENL I IGAFVTEP
QIIQERPLTNKLKRKRRPTSGLHPEDFIKKADLAVQKTPEMINQGTNQTEQNGQVMNITNSGHENKTKGD
SIQNEKNPNP IESLEKESAFKTKAEP ISSS1SNMELELN IHNSKAPKKNRLRRKSSTRHIHALELVVSRN
LSPPNCTELQ IDSCSSSEE IKKKKYNQMPVRHSRNLQLMEGKEPATGAKKSNKPNEQTSKRHDSDTFPEL
KLTNAPGSFTKCSNTSELKEFVNPSLPREEKEEKLETVKVSNNAEDPKDLMLSGERVLQTERSVESSSIS
LVPGTDYGTQESISLLEVSTLGKAKTEPNKCVSQCAAFENPKGL IHGCSKDNRNDTEGFKYPLGHEVNHS
RETSIEMEESELDAQYLQNTFKVSKRQSFAPFSNPGNAEEECATFSAHSGSLKKQSPKVTFECEQKEENQ
GKNESNIKPVQTVNITAGFPVVGQKDKPVDNAKCS IKGGSRFCLSSQFRGNETGL I TPNKHGLLQNPYRI
PPLFPIKSFVKTKCKKNLLEENFEEHSMSPEREMGNEN IPSTVST ISRNNIRENVFKEASSSNINEVGSS
TNEVGSSINE IGSSDEN IQAELGRNRGPKLNAMLRLGVLQPEVYKQSLPGSNCKHPE IKKQEYEEVVQTV
NTDFSPYL 1 SDNLEQPMGSSHASQVCSETPDDLLDDGE IKEDTSFAEND I KESSAVFSKSVQKGELSRSP
SPFTHTHLAQGYRRGAKKLESSEENLSSEDEELPCFQHLLFGKVNNIPSQSTRHSTVATECLSKNTEENL
LSLKNSLNDCSNQV I LAKASQEHHLSEETKCSASLFSSQCSELEDLTANTNTQDPFL I GSSKQMRHQSES
QGVGLSDKELVSDDEERGTGLEENNQEEQSMDSNLGEAASGCESETSVSEDCSGLSSQSDILTTQQRDTM
QHNL IKLQQEMAELEAVLEQHGSQPSNSYPS1 I SDSSALEDLRNPEQSTSEKAVLTSQKSSEYP 1 SQNPE
GLSADKFEVSADSSTSKNKEPGVERSSPSKCPSLDDRWYMHSCSGSLQNRNYPSQEEL IKVVDVEEQQLE
ESGPHDLTETSYLPRQDLEGTPYLESGISLFSDDPESDPSEDRAPESARVGNIPSSTSALKVPQLKVAES
AQSPAAAHTTDTAGYNAMEESVSREKPELTASTERVNKRMSMVVSGLTPEEFMLYYKFARKHHITLTNLI
TEETTHVVMKTDAEFVCERTLKYFLG IAGGKWVVSYFWVTQS I KERKMLNEHDFEVRGDVVNGRNHQGPK
RARESQDRKIFRGLEICCYGPFTNMPTDQLEWMVQLCGASVVKELSSFTLGTGVHP 1VVVQPDAWTEDNG
FHA1GQMCEAPVVTREWVLDSVALYQCQELDTYLIPQIPHSHY


http://www.ncbi.nlm.nih.gov/protein/180484�
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Sequence searching on STN®

TNF Alpha (NCBI AAC03542)

>gi]2905634|gb]AAC0O3542.1] tumor necrosis factor alpha [Homo sapiens]
VRSSSRTPSDKPVAHVVANPQAEGQLQWLNRRANALLANGVELRDNQLVVPSEGLYL1YSQVLFKGQGCP
STHVLLTHTISRIAVSYQTKVNLLSAIKSPCQRETPRGAEAKPWYEP 1 YLGGVFQLEKGDRLSAEINRPD
YLDFAESGQVYFGI 1AL

Eukaryotic translation elongation factor 1 gamma (NCBI NP_001395)

>gi1]4503481|ref|NP_001395.1] elongation factor l-gamma [Homo sapiens]
MAAGTLYTYPENWRAFKAL I AAQYSGAQVRVLSAPPHFHFGQTNRTPEFLRKFPAGKVPAFEGDDGFCVF
ESNATAYYVSNEELRGSTPEAAAQVVQWVSFADSD I VPPASTWVFPTLG IMHHNKQATENAKEEVRRILG
LLDAYLKTRTFLVGERVTLADITVVCTLLWLYKQVLEPSFRQAFPNTNRWFLTCINQPQFRAVLGEVKLC
EKMAQFDAKKFAETQPKKDTPRKEKGSREEKQKPQAERKEEKKAAAPAPEEEMDECEQALAAEPKAKDPF
AHLPKSTFVLDEFKRKYSNEDTLSVALPYFWEHFDKDGWSLWYSEYRFPEELTQTFMSCNL I TGMFQRLD
KLRKNAFASV ILFGTNNSSS 1 SGVWVFRGQELAFPLSPDWQVDYESYTWRKLDPGSEETQTLVREYFSWE
GAFQHVGKAFNQGK I FK

Human chorionic somatomammotropin hormone 2 isoform 1 (NCBI NP_066271)

>gi1]10334861|ref|NP_066271.1] chorionic somatomammotropin hormone 2 isoform 1
[Homo sapiens]
MAAGSRTSLLLAFALLCLPWLQEAGAVQTVPLSRLFDHAMLQAHRAHQLAIDTYQEFEETY IPKDQKYSF
LHDSQTSFCFSDSIPTPSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLL

KDLEEG IQTLMGRLEDGSRRTGQILKQTYSKFDTNSHNHDALLKNYGLLYCFRKDMDKVETFLRMVQCRS
VEGSCGF

Human D-amino acid oxidase (NCBI NP_001908)

>gi1]148539837 | ref|NP_001908.3] D-amino-acid oxidase [Homo sapiens]
MRVVVIGAGV IGLSTALCIHERYHSVLQPLDIKVYADRFTPLTTTDVAAGLWQPYLSDPNNPQEADWSQQ
TFDYLLSHVHSPNAENLGLFLISGYNLFHEAIPDPSWKDTVLGFRKLTPRELDMFPDYGYGWFHTSLILE
GKNYLQWLTERLTERGVKFFQRKVESFEEVAREGADV IVNCTGVWAGALQRDPLLQPGRGQ IMKVDAPWM
KHFILTHDPERGIYNSPY 1 IPGTQTVTLGG I FQLGNWSELNNIQDHNT IWEGCCRLEPTLKNARI IGERT
GFRPVRPQIRLEREQLRTGPSNTEV IHNYGHGGYGLT IHWGCALEAAKLFGR I LEEKKLSRMPPSHL

Hepatitis C virus 5’ region (NCBI M58406)

>gi1]329885|gb|M58406.1|HPCRNAAL Hepatitis C virus 5" region
GCCAGCCCCCTGATGGGGGCGACACTCCACCATGAATCACTCCCCTGTGAGGAACTACTGTCTTCACGCA
GAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGTGCAGCCTCCAGGACCCCCCCTCCCGGGAGAGCCA
TAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGACGACCGGGTCCTTTCTTGGATCAACCCG
CTCAATGCCTGGAGATTTGGGCGTGCCCCCGCAAGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCC
TTGTGGTACTGCCTGATAGGGTGCTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACC
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http://www.ncbi.nlm.nih.gov/protein/10334861�
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Human TNFRSF11B, mRNA, CDS region (324-1529) (NCBI NM_002546)

>gi]148743792:324-1529 Homo sapiens tumor necrosis factor receptor
superfamily, member 11b (TNFRSF11B), mRNA
ATGAACAACTTGCTGTGCTGCGCGCTCGTGTTTCTGGACATCTCCATTAAGTGGACCACCCAGGAAACGT
TTCCTCCAAAGTACCTTCATTATGACGAAGAAACCTCTCATCAGCTGTTGTGTGACAAATGTCCTCCTGG
TACCTACCTAAAACAACACTGTACAGCAAAGTGGAAGACCGTGTGCGCCCCTTGCCCTGACCACTACTAC
ACAGACAGCTGGCACACCAGTGACGAGTGTCTATACTGCAGCCCCGTGTGCAAGGAGCTGCAGTACGTCA
AGCAGGAGTGCAATCGCACCCACAACCGCGTGTGCGAATGCAAGGAAGGGCGCTACCTTGAGATAGAGTT
CTGCTTGAAACATAGGAGCTGCCCTCCTGGATTTGGAGTGGTGCAAGCTGGAACCCCAGAGCGAAATACA
GTTTGCAAAAGATGTCCAGATGGGTTCTTCTCAAATGAGACGTCATCTAAAGCACCCTGTAGAAAACACA
CAAATTGCAGTGTCTTTGGTCTCCTGCTAACTCAGAAAGGAAATGCAACACACGACAACATATGTTCCGG
AAACAGTGAATCAACTCAAAAATGTGGAATAGATGTTACCCTGTGTGAGGAGGCATTCTTCAGGTTTGCT
GTTCCTACAAAGTTTACGCCTAACTGGCTTAGTGTCTTGGTAGACAATTTGCCTGGCACCAAAGTAAACG
CAGAGAGTGTAGAGAGGATAAAACGGCAACACAGCTCACAAGAACAGACTTTCCAGCTGCTGAAGTTATG
GAAACATCAAAACAAAGACCAAGATATAGTCAAGAAGATCATCCAAGATATTGACCTCTGTGAAAACAGC
GTGCAGCGGCACATTGGACATGCTAACCTCACCTTCGAGCAGCTTCGTAGCTTGATGGAAAGCTTACCGG
GAAAGAAAGTGGGAGCAGAAGACATTGAAAAAACAATAAAGGCATGCAAACCCAGTGACCAGATCCTGAA
GCTGCTCAGTTTGTGGCGAATAAAAAATGGCGACCAAGACACCTTGAAGGGCCTAATGCACGCACTAAAG
CACTCAAAGACGTACCACTTTCCCAAAACTGTCACTCAGAGTCTAAAGAAGACCATCAGGTTCCTTCACA
GCTTCACAATGTACAAATTGTATCAGAAGTTATTTTTAGAAATGATAGGTAACCAGGTCCAATCAGTAAA
AATAAGCTGCTTATAA

Horse interleukin 1 receptor antagonist (ILLRN), mRNA (NCBI NM_001082525)

>0i|126723133 | ref|NM_001082525.1] Equus caballus interleukin 1 receptor
antagonist (IL1RN), mRNA
TTGTGGCCACAGGATGGAAATCCGCAGGCGTTCTGTCAGACACCTAATCTCTCTCCTCCTTTTCTTGCTC
TACTCAGAGACAGCCTGCCACCCTTTGGGGAAGAGACCCTGCAAGATGCAAGCCTTCAGAATCTGGGATG
TTAACCAGAAGACCTTCTACATGAGGAATAACCAACTAGTTGCTGGATACTTGCAAGAATCAAATACTAA
ATTACAAGAGAAGATAGATGTGGTGCCCATTGAGCCTGATGCTCTATTCCTGGGACTCCATGGGAGGAAG
CTGTGCCTGGCCTGTGTCAAGTCTGGTGATGAGATTAGGTTCCAATTGGAGGCAGTTAACATCACTGACC
TGAGCAAGAACAAGGAGGAGAACAAGCGCTTCACCTTCATCCGCTCAAACAGTGGCCCCACCACCAGCTT
CGAGTCTGCCGCCTGCCCTGGCTGGTTCCTCTGCACGGCGCAGGAGGCAGACCGGCCCGTCAGCCTCACC
AACAAGCCCAAAGAGTCCTTCATGGTCACCAAGTTCTACCTCCAGGAGGACCAGTAGAACTGCCCGTAGC
TCCGCTTCCCCTATTCCCAGCATGTCGATGCATCCAGAGACTGCCTCTCCACCCCAGGGTCTCCTGGGGC
TCTGAGGAGCAGCCTTGGCAGGGTGGGCCCTCAGAAGGAGGTACACGAGCCCTCGTAACAGGACTCTGTC
TCCAGCCTCCTCAGCTATCCACCCTCCATGCTGCTTCCACCATGGTCCTTTCTAAAGTGCAGCTCAAACC
ACGGCCCTACTTAAAGCCCTTCAGTGTCGTCTGTACCTTCAGGATAAAATCCGGGCCACCTGGCCAGCCT
GGATGCCTTCTGCTCTCGTCTGTCAAGTGTTCGTTGTCCCTCACCCCACTGTCCCTGCCCGAGATCCCTC
AGGCCACTCACTGGCCCCCCACCAATGGCTCTCATACCTTGTTTTGGAATCTGATGCTGTTCTGTAGGGA
AGACTTTTAGAGTCTGTGGCAAAATGGAAAATAAGAATTTCATGAAACTTTCTAAAGCCAGCTTTATCCA
ATTTGAAGGAGAGTCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGGTGGGGATCAAAATATTCCTG
TGTTTGTGAAGTGATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTCTTGTTTTTGTAATACCCTAACC
GGTAAAAATGAACAGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTTTGTGAAACGTTTCCTGTAAGT
CTGGACCCACTGCCCGGGCCTGAGCACCACCTCCATTGCAGACCTTTCACAGCTGCCCACAGTGCTTTCC
CCTCCCATCAAAGGTTCCCCTGCTCCCACGGCACAGAACAAATGTGGCTCCTCCAAGGCCTTTCCTGATC
TCCCGGGAGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTTTGAAAGGTG
GTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGACATGACTGGCATGTGTC
TCAGCTTCCCCCAGGGCCAAGCACATGGCCTGTTTTACAATAAAACCTTGAAATTCAAAAAAAAAAAAAA
AAAA


http://www.ncbi.nlm.nih.gov/nuccore/NM_002546�
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Thermus thermophilus DNA polymerase |, DNA, CDS region (121-2622) (DGENE AAQ12748)

ATGGAGGCGATGCTTCCGCTCTTTGAACCCAAAGGCCGGGTCCTCCTGGTGGACGGCCAC
CACCTGGCCTACCGCACCTTCTTCGCCCTGAAGGGCCTCACCACGAGCCGGGGCGAACCG
GTGCAGGCGGTCTACGGCTTCGCCAAGAGCCTCCTCAAGGCCCTGAAGGAGGACGGGTAC
AAGGCCGTCTTCGTGGTCTTTGACGCCAAGGCCCCCTCCTTCCGCCACGAGGCCTACGAG
GCCTACAAGGCGGGGAGGGCCCCGACCCCCGAGGACTTCCCCCGGCAGCTCGCCCTCATC
AAGGAGCTGGTGGACCTCCTGGGGTTTACCCGCCTCGAGGTCCCCGGCTACGAGGCGGAC
GACGTTCTCGCCACCCTGGCCAAGAAGGCGGAAAAGGAGGGGTACGAGGTGCGCATCCTC
ACCGCCGACCGCGACCTCTACCAACTCGTCTCCGACCGCGTCGCCGTCCTCCACCCCGAG
GGCCACCTCATCACCCCGGAGTGGCTTTGGGAGAAGTACGGCCTCAGGCCGGAGCAGTGG
GTGGACTTCCGCGCCCTCGTGGGGGACCCCTCCGACAACCTCCCCGGGGTCAAGGGCATC
GGGGAGAAGACCGCCCTCAAGCTCCTCAAGGAGTGGGGAAGCCTGGAAAACCTCCTCAAG
AACCTGGACCGGGTAAAGCCAGAAAACGTCCGGGAGAAGATCAAGGCCCACCTGGAAGAC
CTCAGGCTCTCCTTGGAGCTCTCCCGGGTGCGCACCGACCTCCCCCTGGAGGTGGACCTC
GCCCAGGGGCGGGAGCCCGACCGGGAGGGGCTTAGGGCCTTCCTGGAGAGGCTGGAGTTC
GGCAGCCTCCTCCACGAGTTCGGCCTCCTGGAGGCCCCCGCCCCCCTGGAGGAGGCLCCCC
TGGCCCCCGCCGGAAGGGGCCTTCGTGGGCTTCGTCCTCTCCCGCCCCGAGCCCATGTGG
GCGGAGCTTAAAGCCCTGGCCGCCTGCAGGGACGGCCGGGTGCACCGGGCAGCAGACCCC
TTGGCGGGGCTAAAGGACCTCAAGGAGGTCCGGGGCCTCCTCGCCAAGGACCTCGCCGTC
TTGGCCTCGAGGGAGGGGCTAGACCTCGTGCCCGGGGACGACCCCATGCTCCTCGCCTAC
CTCCTGGACCCCTCCAACACCACCCCCGAGGGGGTGGCGCGGCGCTACGGGGGGGAGTGG
ACGGAGGACGCCGCCCACCGGGCCCTCCTCTCGGAGAGGCTCCATCGGAACCTCCTTAAG
CGCCTCGAGGGGGAGGAGAAGCTCCTTTGGCTCTACCACGAGGTGGAAAAGCCCCTCTCC
CGGGTCCTGGCCCACATGGAGGCCACCGGGGTACGGCTGGACGTGGCCTACCTTCAGGCC
CTTTCCCTGGAGCTTGCGGAGGAGATCCGCCGCCTCGAGGAGGAGGTCTTCCGCTTGGCG
GGCCACCCCTTCAACCTCAACTCCCGGGACCAGCTGGAAAGGGTGCTCTTTGACGAGCTT
AGGCTTCCCGCCTTGGGGAAGACGCAAAAGACAGGCAAGCGCTCCACCAGCGCCGCGGTG
CTGGAGGCCCTACGGGAGGCCCACCCCATCGTGGAGAAGATCCTCCAGCACCGGGAGCTC
ACCAAGCTCAAGAACACCTACGTGGACCCCCTCCCAAGCCTCGTCCACCCGAGGACGGGC
CGCCTCCACACCCGCTTCAACCAGACGGCCACGGCCACGGGGAGGCTTAGTAGCTCCGAC
CCCAACCTGCAGAACATCCCCGTCCGCACCCCCTTGGGCCAGAGGATCCGCCGGGCCTTC
GTGGCCGAGGCGGGTTGGGCGTTGGTGGCCCTGGACTATAGCCAGATAGAGCTCCGCGTC
CTCGCCCACCTCTCCGGGGACGAAAACCTGATCAGGGTCTTCCAGGAGGGGAAGGACATC
CACACCCAGACCGCAAGCTGGATGTTCGGCGTCCCCCCGGAGGCCGTGGACCCCCTGATG
CGCCGGGCGGCCAAGACGGTGAACTTCGGCGTCCTCTACGGCATGTCCGCCCATAGGCTC
TCCCAGGAGCTTGCCATCCCCTACGAGGAGGCGGTGGCCTTTATAGAGCGCTACTTCCAA
AGCTTCCCCAAGGTGCGGGCCTGGATAGAAAAGACCCTGGAGGAGGGGAGGAAGCGGGGC
TACGTGGAAACCCTCTTCGGAAGAAGGCGCTACGTGCCCGACCTCAACGCCCGGGTGAAG
AGCGTCAGGGAGGCCGCGGAGCGCATGGCCTTCAACATGCCCGTCCAGGGCACCGCCGCC
GACCTCATGAAGCTCGCCATGGTGAAGCTCTTCCCCCGCCTCCGGGAGATGGGGGCCCGC
ATGCTCCTCCAGGTCCACGACGAGCTCCTCCTGGAGGCCCCCCAAGCGCGGGCCGAGGAG
GTGGCGGCTTTGGCCAAGGAGGCCATGGAGAAGGCCTATCCCCTCGCCGTGCCCCTGGAG
GTGGAGGTGGGGATGGGGGAGGACTGGCTTTCCGCCAAGGGT



