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Hands-on-practice 
 
Example sequences (copy & paste to a .txt query file) 
 
 
Human cholinesterase (NCBI AAA98113) 
 
>gi|180484|gb|AAA98113.1| cholinesterase (EC 3.1.1.8) [Homo sapiens] 
MHSKVTIICIRFLFWFLLLCMLIGKSHTEDDIIIATKNGKVRGMNLTVFGGTVTAFLGIPYAQPPLGRLR 
FKKPQSLTKWSDIWNATKYANSCCQNIDQSFPGFHGSEMWNPNTDLSEDCLYLNVWIPAPKPKNATVLIW 
IYGGGFQTGTSSLHVYDGKFLARVERVIVVSMNYRVGALGFLALPGNPEAPGNMGLFDQQLALQWVQKNI 
AAFGGNPKSVTLFGESAGAASVSLHLLSPGSHSLFTRAILQSGSFNAPWAVTSLYEARNRTLNLAKLTGC 
SRENETEIIKCLRNKDPQEILLNEAFVVPYGTPLSVNFGPTVDGDFLTDMPDILLELGQFKKTQILVGVN 
KDEGTAFLVYGAPGFSKDNNSIITRKEFQEGLKIFFPGVSEFGKESILFHYTDWVDDQRPENYREALGDV 
VGDYNFICPALEFTKKFSEWGNNAFFYYFEHRSSKLPWPEWMGVMHGYEIEFVFGLPLERRDNYTKAEEI 
LSRSIVKRWANFAKYGNPNETQNNSTSWPVFKSTEQKYLTLNTESTRIMTKLRAQQCRFWTSFFPKVLEM 
TGNIDEAEWEWKAGFHRWNNYMMDWKNQFNDYTSKKESCVGL 
 
 
BRCA1 protein (NCBI NP_009225) 
 
>gi|6552299|ref|NP_009225.1| breast cancer type 1 susceptibility protein 
isoform 1 [Homo sapiens] 
MDLSALRVEEVQNVINAMQKILECPICLELIKEPVSTKCDHIFCKFCMLKLLNQKKGPSQCPLCKNDITK 
RSLQESTRFSQLVEELLKIICAFQLDTGLEYANSYNFAKKENNSPEHLKDEVSIIQSMGYRNRAKRLLQS 
EPENPSLQETSLSVQLSNLGTVRTLRTKQRIQPQKTSVYIELGSDSSEDTVNKATYCSVGDQELLQITPQ 
GTRDEISLDSAKKAACEFSETDVTNTEHHQPSNNDLNTTEKRAAERHPEKYQGSSVSNLHVEPCGTNTHA 
SSLQHENSSLLLTKDRMNVEKAEFCNKSKQPGLARSQHNRWAGSKETCNDRRTPSTEKKVDLNADPLCER 
KEWNKQKLPCSENPRDTEDVPWITLNSSIQKVNEWFSRSDELLGSDDSHDGESESNAKVADVLDVLNEVD 
EYSGSSEKIDLLASDPHEALICKSERVHSKSVESNIEDKIFGKTYRKKASLPNLSHVTENLIIGAFVTEP 
QIIQERPLTNKLKRKRRPTSGLHPEDFIKKADLAVQKTPEMINQGTNQTEQNGQVMNITNSGHENKTKGD 
SIQNEKNPNPIESLEKESAFKTKAEPISSSISNMELELNIHNSKAPKKNRLRRKSSTRHIHALELVVSRN 
LSPPNCTELQIDSCSSSEEIKKKKYNQMPVRHSRNLQLMEGKEPATGAKKSNKPNEQTSKRHDSDTFPEL 
KLTNAPGSFTKCSNTSELKEFVNPSLPREEKEEKLETVKVSNNAEDPKDLMLSGERVLQTERSVESSSIS 
LVPGTDYGTQESISLLEVSTLGKAKTEPNKCVSQCAAFENPKGLIHGCSKDNRNDTEGFKYPLGHEVNHS 
RETSIEMEESELDAQYLQNTFKVSKRQSFAPFSNPGNAEEECATFSAHSGSLKKQSPKVTFECEQKEENQ 
GKNESNIKPVQTVNITAGFPVVGQKDKPVDNAKCSIKGGSRFCLSSQFRGNETGLITPNKHGLLQNPYRI 
PPLFPIKSFVKTKCKKNLLEENFEEHSMSPEREMGNENIPSTVSTISRNNIRENVFKEASSSNINEVGSS 
TNEVGSSINEIGSSDENIQAELGRNRGPKLNAMLRLGVLQPEVYKQSLPGSNCKHPEIKKQEYEEVVQTV 
NTDFSPYLISDNLEQPMGSSHASQVCSETPDDLLDDGEIKEDTSFAENDIKESSAVFSKSVQKGELSRSP 
SPFTHTHLAQGYRRGAKKLESSEENLSSEDEELPCFQHLLFGKVNNIPSQSTRHSTVATECLSKNTEENL 
LSLKNSLNDCSNQVILAKASQEHHLSEETKCSASLFSSQCSELEDLTANTNTQDPFLIGSSKQMRHQSES 
QGVGLSDKELVSDDEERGTGLEENNQEEQSMDSNLGEAASGCESETSVSEDCSGLSSQSDILTTQQRDTM 
QHNLIKLQQEMAELEAVLEQHGSQPSNSYPSIISDSSALEDLRNPEQSTSEKAVLTSQKSSEYPISQNPE 
GLSADKFEVSADSSTSKNKEPGVERSSPSKCPSLDDRWYMHSCSGSLQNRNYPSQEELIKVVDVEEQQLE 
ESGPHDLTETSYLPRQDLEGTPYLESGISLFSDDPESDPSEDRAPESARVGNIPSSTSALKVPQLKVAES 
AQSPAAAHTTDTAGYNAMEESVSREKPELTASTERVNKRMSMVVSGLTPEEFMLVYKFARKHHITLTNLI 
TEETTHVVMKTDAEFVCERTLKYFLGIAGGKWVVSYFWVTQSIKERKMLNEHDFEVRGDVVNGRNHQGPK 
RARESQDRKIFRGLEICCYGPFTNMPTDQLEWMVQLCGASVVKELSSFTLGTGVHPIVVVQPDAWTEDNG 
FHAIGQMCEAPVVTREWVLDSVALYQCQELDTYLIPQIPHSHY 
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TNF Alpha (NCBI AAC03542) 
 
>gi|2905634|gb|AAC03542.1| tumor necrosis factor alpha [Homo sapiens] 
VRSSSRTPSDKPVAHVVANPQAEGQLQWLNRRANALLANGVELRDNQLVVPSEGLYLIYSQVLFKGQGCP 
STHVLLTHTISRIAVSYQTKVNLLSAIKSPCQRETPRGAEAKPWYEPIYLGGVFQLEKGDRLSAEINRPD 
YLDFAESGQVYFGIIAL 
 
 
Eukaryotic translation elongation factor 1 gamma (NCBI NP_001395) 
 
>gi|4503481|ref|NP_001395.1| elongation factor 1-gamma [Homo sapiens] 
MAAGTLYTYPENWRAFKALIAAQYSGAQVRVLSAPPHFHFGQTNRTPEFLRKFPAGKVPAFEGDDGFCVF 
ESNAIAYYVSNEELRGSTPEAAAQVVQWVSFADSDIVPPASTWVFPTLGIMHHNKQATENAKEEVRRILG 
LLDAYLKTRTFLVGERVTLADITVVCTLLWLYKQVLEPSFRQAFPNTNRWFLTCINQPQFRAVLGEVKLC 
EKMAQFDAKKFAETQPKKDTPRKEKGSREEKQKPQAERKEEKKAAAPAPEEEMDECEQALAAEPKAKDPF 
AHLPKSTFVLDEFKRKYSNEDTLSVALPYFWEHFDKDGWSLWYSEYRFPEELTQTFMSCNLITGMFQRLD 
KLRKNAFASVILFGTNNSSSISGVWVFRGQELAFPLSPDWQVDYESYTWRKLDPGSEETQTLVREYFSWE 
GAFQHVGKAFNQGKIFK 
 
 
Human chorionic somatomammotropin hormone 2 isoform 1 (NCBI NP_066271) 
 
>gi|10334861|ref|NP_066271.1| chorionic somatomammotropin hormone 2 isoform 1 
[Homo sapiens] 
MAAGSRTSLLLAFALLCLPWLQEAGAVQTVPLSRLFDHAMLQAHRAHQLAIDTYQEFEETYIPKDQKYSF 
LHDSQTSFCFSDSIPTPSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLL 
KDLEEGIQTLMGRLEDGSRRTGQILKQTYSKFDTNSHNHDALLKNYGLLYCFRKDMDKVETFLRMVQCRS 
VEGSCGF 
 
 
Human D-amino acid oxidase (NCBI NP_001908) 
 
>gi|148539837|ref|NP_001908.3| D-amino-acid oxidase [Homo sapiens] 
MRVVVIGAGVIGLSTALCIHERYHSVLQPLDIKVYADRFTPLTTTDVAAGLWQPYLSDPNNPQEADWSQQ 
TFDYLLSHVHSPNAENLGLFLISGYNLFHEAIPDPSWKDTVLGFRKLTPRELDMFPDYGYGWFHTSLILE 
GKNYLQWLTERLTERGVKFFQRKVESFEEVAREGADVIVNCTGVWAGALQRDPLLQPGRGQIMKVDAPWM 
KHFILTHDPERGIYNSPYIIPGTQTVTLGGIFQLGNWSELNNIQDHNTIWEGCCRLEPTLKNARIIGERT 
GFRPVRPQIRLEREQLRTGPSNTEVIHNYGHGGYGLTIHWGCALEAAKLFGRILEEKKLSRMPPSHL 
 
 
Hepatitis C virus 5’ region (NCBI M58406) 
 
>gi|329885|gb|M58406.1|HPCRNAA1 Hepatitis C virus 5' region 
GCCAGCCCCCTGATGGGGGCGACACTCCACCATGAATCACTCCCCTGTGAGGAACTACTGTCTTCACGCA 
GAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGTGCAGCCTCCAGGACCCCCCCTCCCGGGAGAGCCA 
TAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCCAGGACGACCGGGTCCTTTCTTGGATCAACCCG 
CTCAATGCCTGGAGATTTGGGCGTGCCCCCGCAAGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCC 
TTGTGGTACTGCCTGATAGGGTGCTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACC 
 
 
  

http://www.ncbi.nlm.nih.gov/protein/2905634�
http://www.ncbi.nlm.nih.gov/protein/4503481�
http://www.ncbi.nlm.nih.gov/protein/10334861�
http://www.ncbi.nlm.nih.gov/protein/148539837�
http://www.ncbi.nlm.nih.gov/nuccore/329885�
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Human TNFRSF11B, mRNA, CDS region (324-1529) (NCBI NM_002546) 
 
>gi|148743792:324-1529 Homo sapiens tumor necrosis factor receptor 
superfamily, member 11b (TNFRSF11B), mRNA 
ATGAACAACTTGCTGTGCTGCGCGCTCGTGTTTCTGGACATCTCCATTAAGTGGACCACCCAGGAAACGT 
TTCCTCCAAAGTACCTTCATTATGACGAAGAAACCTCTCATCAGCTGTTGTGTGACAAATGTCCTCCTGG 
TACCTACCTAAAACAACACTGTACAGCAAAGTGGAAGACCGTGTGCGCCCCTTGCCCTGACCACTACTAC 
ACAGACAGCTGGCACACCAGTGACGAGTGTCTATACTGCAGCCCCGTGTGCAAGGAGCTGCAGTACGTCA 
AGCAGGAGTGCAATCGCACCCACAACCGCGTGTGCGAATGCAAGGAAGGGCGCTACCTTGAGATAGAGTT 
CTGCTTGAAACATAGGAGCTGCCCTCCTGGATTTGGAGTGGTGCAAGCTGGAACCCCAGAGCGAAATACA 
GTTTGCAAAAGATGTCCAGATGGGTTCTTCTCAAATGAGACGTCATCTAAAGCACCCTGTAGAAAACACA 
CAAATTGCAGTGTCTTTGGTCTCCTGCTAACTCAGAAAGGAAATGCAACACACGACAACATATGTTCCGG 
AAACAGTGAATCAACTCAAAAATGTGGAATAGATGTTACCCTGTGTGAGGAGGCATTCTTCAGGTTTGCT 
GTTCCTACAAAGTTTACGCCTAACTGGCTTAGTGTCTTGGTAGACAATTTGCCTGGCACCAAAGTAAACG 
CAGAGAGTGTAGAGAGGATAAAACGGCAACACAGCTCACAAGAACAGACTTTCCAGCTGCTGAAGTTATG 
GAAACATCAAAACAAAGACCAAGATATAGTCAAGAAGATCATCCAAGATATTGACCTCTGTGAAAACAGC 
GTGCAGCGGCACATTGGACATGCTAACCTCACCTTCGAGCAGCTTCGTAGCTTGATGGAAAGCTTACCGG 
GAAAGAAAGTGGGAGCAGAAGACATTGAAAAAACAATAAAGGCATGCAAACCCAGTGACCAGATCCTGAA 
GCTGCTCAGTTTGTGGCGAATAAAAAATGGCGACCAAGACACCTTGAAGGGCCTAATGCACGCACTAAAG 
CACTCAAAGACGTACCACTTTCCCAAAACTGTCACTCAGAGTCTAAAGAAGACCATCAGGTTCCTTCACA 
GCTTCACAATGTACAAATTGTATCAGAAGTTATTTTTAGAAATGATAGGTAACCAGGTCCAATCAGTAAA 
AATAAGCTGCTTATAA 
 
 
Horse interleukin 1 receptor antagonist (IL1RN), mRNA (NCBI NM_001082525) 
 
>gi|126723133|ref|NM_001082525.1| Equus caballus interleukin 1 receptor 
antagonist (IL1RN), mRNA 
TTGTGGCCACAGGATGGAAATCCGCAGGCGTTCTGTCAGACACCTAATCTCTCTCCTCCTTTTCTTGCTC 
TACTCAGAGACAGCCTGCCACCCTTTGGGGAAGAGACCCTGCAAGATGCAAGCCTTCAGAATCTGGGATG 
TTAACCAGAAGACCTTCTACATGAGGAATAACCAACTAGTTGCTGGATACTTGCAAGAATCAAATACTAA 
ATTACAAGAGAAGATAGATGTGGTGCCCATTGAGCCTGATGCTCTATTCCTGGGACTCCATGGGAGGAAG 
CTGTGCCTGGCCTGTGTCAAGTCTGGTGATGAGATTAGGTTCCAATTGGAGGCAGTTAACATCACTGACC 
TGAGCAAGAACAAGGAGGAGAACAAGCGCTTCACCTTCATCCGCTCAAACAGTGGCCCCACCACCAGCTT 
CGAGTCTGCCGCCTGCCCTGGCTGGTTCCTCTGCACGGCGCAGGAGGCAGACCGGCCCGTCAGCCTCACC 
AACAAGCCCAAAGAGTCCTTCATGGTCACCAAGTTCTACCTCCAGGAGGACCAGTAGAACTGCCCGTAGC 
TCCGCTTCCCCTATTCCCAGCATGTCGATGCATCCAGAGACTGCCTCTCCACCCCAGGGTCTCCTGGGGC 
TCTGAGGAGCAGCCTTGGCAGGGTGGGCCCTCAGAAGGAGGTACACGAGCCCTCGTAACAGGACTCTGTC 
TCCAGCCTCCTCAGCTATCCACCCTCCATGCTGCTTCCACCATGGTCCTTTCTAAAGTGCAGCTCAAACC 
ACGGCCCTACTTAAAGCCCTTCAGTGTCGTCTGTACCTTCAGGATAAAATCCGGGCCACCTGGCCAGCCT 
GGATGCCTTCTGCTCTCGTCTGTCAAGTGTTCGTTGTCCCTCACCCCACTGTCCCTGCCCGAGATCCCTC 
AGGCCACTCACTGGCCCCCCACCAATGGCTCTCATACCTTGTTTTGGAATCTGATGCTGTTCTGTAGGGA 
AGACTTTTAGAGTCTGTGGCAAAATGGAAAATAAGAATTTCATGAAACTTTCTAAAGCCAGCTTTATCCA 
ATTTGAAGGAGAGTCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGGTGGGGATCAAAATATTCCTG 
TGTTTGTGAAGTGATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTCTTGTTTTTGTAATACCCTAACC 
GGTAAAAATGAACAGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTTTGTGAAACGTTTCCTGTAAGT 
CTGGACCCACTGCCCGGGCCTGAGCACCACCTCCATTGCAGACCTTTCACAGCTGCCCACAGTGCTTTCC 
CCTCCCATCAAAGGTTCCCCTGCTCCCACGGCACAGAACAAATGTGGCTCCTCCAAGGCCTTTCCTGATC 
TCCCGGGAGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTTTGAAAGGTG 
GTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGACATGACTGGCATGTGTC 
TCAGCTTCCCCCAGGGCCAAGCACATGGCCTGTTTTACAATAAAACCTTGAAATTCAAAAAAAAAAAAAA 
AAAA 
 
  

http://www.ncbi.nlm.nih.gov/nuccore/NM_002546�
http://www.ncbi.nlm.nih.gov/nuccore/nm_001082525�
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Thermus thermophilus DNA polymerase I, DNA, CDS region (121-2622) (DGENE AAQ12748) 
 
ATGGAGGCGATGCTTCCGCTCTTTGAACCCAAAGGCCGGGTCCTCCTGGTGGACGGCCAC 
CACCTGGCCTACCGCACCTTCTTCGCCCTGAAGGGCCTCACCACGAGCCGGGGCGAACCG 
GTGCAGGCGGTCTACGGCTTCGCCAAGAGCCTCCTCAAGGCCCTGAAGGAGGACGGGTAC 
AAGGCCGTCTTCGTGGTCTTTGACGCCAAGGCCCCCTCCTTCCGCCACGAGGCCTACGAG 
GCCTACAAGGCGGGGAGGGCCCCGACCCCCGAGGACTTCCCCCGGCAGCTCGCCCTCATC 
AAGGAGCTGGTGGACCTCCTGGGGTTTACCCGCCTCGAGGTCCCCGGCTACGAGGCGGAC 
GACGTTCTCGCCACCCTGGCCAAGAAGGCGGAAAAGGAGGGGTACGAGGTGCGCATCCTC 
ACCGCCGACCGCGACCTCTACCAACTCGTCTCCGACCGCGTCGCCGTCCTCCACCCCGAG 
GGCCACCTCATCACCCCGGAGTGGCTTTGGGAGAAGTACGGCCTCAGGCCGGAGCAGTGG 
GTGGACTTCCGCGCCCTCGTGGGGGACCCCTCCGACAACCTCCCCGGGGTCAAGGGCATC 
GGGGAGAAGACCGCCCTCAAGCTCCTCAAGGAGTGGGGAAGCCTGGAAAACCTCCTCAAG 
AACCTGGACCGGGTAAAGCCAGAAAACGTCCGGGAGAAGATCAAGGCCCACCTGGAAGAC 
CTCAGGCTCTCCTTGGAGCTCTCCCGGGTGCGCACCGACCTCCCCCTGGAGGTGGACCTC 
GCCCAGGGGCGGGAGCCCGACCGGGAGGGGCTTAGGGCCTTCCTGGAGAGGCTGGAGTTC 
GGCAGCCTCCTCCACGAGTTCGGCCTCCTGGAGGCCCCCGCCCCCCTGGAGGAGGCCCCC 
TGGCCCCCGCCGGAAGGGGCCTTCGTGGGCTTCGTCCTCTCCCGCCCCGAGCCCATGTGG 
GCGGAGCTTAAAGCCCTGGCCGCCTGCAGGGACGGCCGGGTGCACCGGGCAGCAGACCCC 
TTGGCGGGGCTAAAGGACCTCAAGGAGGTCCGGGGCCTCCTCGCCAAGGACCTCGCCGTC 
TTGGCCTCGAGGGAGGGGCTAGACCTCGTGCCCGGGGACGACCCCATGCTCCTCGCCTAC 
CTCCTGGACCCCTCCAACACCACCCCCGAGGGGGTGGCGCGGCGCTACGGGGGGGAGTGG 
ACGGAGGACGCCGCCCACCGGGCCCTCCTCTCGGAGAGGCTCCATCGGAACCTCCTTAAG 
CGCCTCGAGGGGGAGGAGAAGCTCCTTTGGCTCTACCACGAGGTGGAAAAGCCCCTCTCC 
CGGGTCCTGGCCCACATGGAGGCCACCGGGGTACGGCTGGACGTGGCCTACCTTCAGGCC 
CTTTCCCTGGAGCTTGCGGAGGAGATCCGCCGCCTCGAGGAGGAGGTCTTCCGCTTGGCG 
GGCCACCCCTTCAACCTCAACTCCCGGGACCAGCTGGAAAGGGTGCTCTTTGACGAGCTT 
AGGCTTCCCGCCTTGGGGAAGACGCAAAAGACAGGCAAGCGCTCCACCAGCGCCGCGGTG 
CTGGAGGCCCTACGGGAGGCCCACCCCATCGTGGAGAAGATCCTCCAGCACCGGGAGCTC 
ACCAAGCTCAAGAACACCTACGTGGACCCCCTCCCAAGCCTCGTCCACCCGAGGACGGGC 
CGCCTCCACACCCGCTTCAACCAGACGGCCACGGCCACGGGGAGGCTTAGTAGCTCCGAC 
CCCAACCTGCAGAACATCCCCGTCCGCACCCCCTTGGGCCAGAGGATCCGCCGGGCCTTC 
GTGGCCGAGGCGGGTTGGGCGTTGGTGGCCCTGGACTATAGCCAGATAGAGCTCCGCGTC 
CTCGCCCACCTCTCCGGGGACGAAAACCTGATCAGGGTCTTCCAGGAGGGGAAGGACATC 
CACACCCAGACCGCAAGCTGGATGTTCGGCGTCCCCCCGGAGGCCGTGGACCCCCTGATG 
CGCCGGGCGGCCAAGACGGTGAACTTCGGCGTCCTCTACGGCATGTCCGCCCATAGGCTC 
TCCCAGGAGCTTGCCATCCCCTACGAGGAGGCGGTGGCCTTTATAGAGCGCTACTTCCAA 
AGCTTCCCCAAGGTGCGGGCCTGGATAGAAAAGACCCTGGAGGAGGGGAGGAAGCGGGGC 
TACGTGGAAACCCTCTTCGGAAGAAGGCGCTACGTGCCCGACCTCAACGCCCGGGTGAAG 
AGCGTCAGGGAGGCCGCGGAGCGCATGGCCTTCAACATGCCCGTCCAGGGCACCGCCGCC 
GACCTCATGAAGCTCGCCATGGTGAAGCTCTTCCCCCGCCTCCGGGAGATGGGGGCCCGC 
ATGCTCCTCCAGGTCCACGACGAGCTCCTCCTGGAGGCCCCCCAAGCGCGGGCCGAGGAG 
GTGGCGGCTTTGGCCAAGGAGGCCATGGAGAAGGCCTATCCCCTCGCCGTGCCCCTGGAG 
GTGGAGGTGGGGATGGGGGAGGACTGGCTTTCCGCCAAGGGT 
 
 
 
 


